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v The age of personalized medicine is on the way. Increasingly,
experts say, therapies will be tailored for patients based on their genetic
makeup or other medical measurements. That will allow people to obtain drugs
that would work best for them and avoid serious side effects.

v Scientists are finding numerous examples of variations in genes that help
predict who will respond to a drug or who will suffer side effects. Most drug
companies now routinely collect DNA samples from patients in clinical
trials to look for such markers.

v But despite progress, many more years of work will be required before
combinations of drugs and tests, sometimes called theranostics,
can reach the market.

v Clinical trials could also be far smaller, cheaper and quicker if a drug were
tested just on patients for whom it was likely to work. Several companies
are trying to rescue drugs that failed in clinical trials by retesting them only on
people for whom they are likely to work.

1 New age of medicine : Treatment tailored to your
DNA, enzymes

(Andrew Pollack, New York Times  Sunday, November 13, 2005)
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“Diagnostics for Guiding Therapy Decisions”
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