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Molecular medical research on hepatitis viruses and its clinical application
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h0819-2a.html) IZHEHEEREERE LTARINTE
0. ZZHEAEDILHEE T O E BT oA E 12
FHLTwr b EHEMI L &GV — & LT,
&G s » 0. 1970 FACUTEMIZ & 5 HEV &3
HOI AT LIS L2 L L, YL kgt
AR TE TR WIER D D 7% < v, I
FTTOES % AWENEETH 5,

HEV 2358 W S T2 6 DAl A3 L 72 28,
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Y38 Lo HEV %8 10°copies/ml 12 E T L 72,
F 7z, KigE GOl S 7 HEV 285G 2 4
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ABRPLEME TOSHBEDOFLEY AV AITON
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TTV OEMRGDSESHE IO O, 527 7 A
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WA ORI A AT A EBHL TSN TV
%05, BRRES 2 5 5 ORI R 7SR+ T
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DENZHE H LR AR 780355 S EET
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