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MALDI Biotyper method
No. of Bruker database Bruker-Chiba database
isolates . :
Species Genus levels NO. Species Genus levels No.
levels matching levels matching

The concordance of identification of 498 434 463 35 488 498 0
the species that were added to a database (87.1%) (93.0%) (98.0%) \ (100.0%)
The concordance of identification of 47 39 44 3 39 44 3
the species that were not added to a database (83.0%) (93.6%) (83.0%) (93.6%)
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